BIOCHEM.BCDATACENTERS

P * DATA_CENTER_CODE NUMBER (2)
* NAME VARCHAR? (50 BYTE)

* LOCATION VARCHAR2 (50 BYTE)
DESCRIPTION VARCHAR2 (100 BYTE)
DATA_MANAGER_ONLY  CHAR (1 BYTE)
DFO_ONLY CHAR (1 BYTE)
REGION_ONLY NUMBER (2)

BIOCHEM.BCDATARETRIEVALS

&= BCDATACENTERS_PK (DATA_CENTER_CODE)

A

» BCDATACENTERS_PK (DATA_CENTER_CODE)

P * DATA_RETRIEVAL_SEQ NUMBER (8)
F * DATA_CENTER_CODE NUMBER (2)
* PARAMETER_NAME VARCHAR2 (20 BYTE)
* PARAMETER_DESCRIPTION ~ VARCHAR2 (100 BYTE)
F * UNIT_SEQ NUMBER (8)
* PLACES_BEFORE NUMBER (2)

*

PLACES_AFTER
MINIMUM_VALUE
MAXIMUM_VALUE
ORIGINALLY_ENTERED_BY

NUMBER (2)
NUMBER (12,5)
NUMBER (12,5)
VARCHAR2 (30 BYTE)

BIOCHEM.BCUNITS

P * UNIT_SEQ
* DATA_CENTER_CODE
* NAME
DESCRIPTION

NUMBER (8)

NUMBER (2)
VARCHAR2 (20 BYTE)
VARCHAR2 (100 BYTE)

5= BCDATARETRIEVALS_PK (DATA_RETRIEVAL_SEQ)

Z= BCUNITS_PK (UNIT_SEQ)

& BCUNITS_PK (UNIT_SEQ)

4 BCDATARETRIEVALS PK (DATA RETRIEVAL SEQ)
A

BIOCHEM.BCDATATYPES

P * DATA_TYPE_SEQ NUMBER (8)
* DATA_CENTER_CODE NUMBER (2)
F * DATA_RETRIEVAL_SEQ NUMBER (8)
* ANALYSIS_SEQ NUMBER (8)
* PRESERVATION_SEQ NUMBER (8)
* SAMPLE_HANDLING_SEQ NUMBER (8)
* STORAGE_SEQ NUMBER (8)
* UNIT_SEQ NUMBER (8)

DESCRIPTION VARCHAR?2 (250 BYTE)
CONVERSION_EQUATION VARCHAR?2 (250 BYTE)
ORIGINALLY_ENTERED_BY VARCHAR?2 (30 BYTE)

* METHOD VARCHAR2 (20 BYTE)
* PRIORITY NUMBER (2)
P_CODE CHAR (4 BYTE)
BODC_CODE VARCHAR2 (50 BYTE)

= BCDATATYPES_PK (DATA_TYPE_SEQ)

< BCDATATYPES_PK (DATA_TYPE_SEQ)




