= BCDATACENTERS_PK (DATA_CENTER_CODE)

<» BCDATACENTERS_PK (DATA_CENTER_CODE)

BIOCHEM.BCPLANKTNDTAILS
BIOCHEM.BCDATATYPES P * PLANKTON_DETAIL_SEQ NUMBER (14) BIOCHEM.BCQUALCODES
F * DATA_CENTER _CODE NUMBER (2)
P * DATA_TYPE_SEQ NUMBER (8) F * DATA TYPE_SEQ NUMBER (8) P * QC_CODE VARCHAR?2 (2 BYTE)
* DATA_CENTER_CODE NUMBER (2) N - s * DATA_CENTER_CODE NUMBER (2)
. PLANKTON_GENERAL_SEQ NUMBER (14)
DATA_RETRIEVAL_SEQ NUMBER (8) + DATA VALUE NUMBER (10,5) >—p QC_DEFINITION VARCHAR?2 (100 BYTE)
* ANALYSIS_SE NUMBER (8 - ’
+ PRESERVATI O?\l =5 NUMBER 58; F * DATA_QC_CODE VARCHAR2 (2 BYTE) @ BCQUALCODES_PK (QC_CODE)
- DETAIL_COLLECTOR VARCHAR2 (50 BYTE
* SAMPLE_HANDLING_SEQ NUMBER (8) + PROD CREATED DATE DATE ( ) % BCQUALCODES_PK (QC_CODE)
* STORAGE_SE NUMBER (8 —G - -
T —— Q NUMBER 58; PROD_CREATED_BY VARCHAR? (10 BYTE)
- CREATED_DATE DATE
* DESCRIPTION VARCHAR?2 (250 BYTE) CREATED BY SR (@ BT
CONVERSION_EQUATION VARCHAR? (250 BYTE) -
* ORIGINALLY_ENTERED_BY ~ VARCHAR2 (30 BYTE) & BCPLANKTNDTAILS_PK (PLANKTON_DETAIL_SEQ)
* METHOD VARCHAR? (20 BYTE)
* PRIORITY NUMBER (2) % BCPLANKTNDTAILS_PK (PLANKTON_DETAIL_SEQ)
P_CODE CHAR (4 BYTE) & BCPLANKTNDTAILS GENERAL_FK (PLANKTON_GENERAL_SEQ)
BODC_CODE VARCHAR2 (50 BYTE)
Z= BCDATATYPES_PK (DATA_TYPE_SEQ)
e — v BIOCHEM.BCDATACENTERS
P * DATA_CENTER CODE NUMBER (2)
* NAME VARCHAR? (50 BYTE)
* LOCATION VARCHAR? (50 BYTE)
DESCRIPTION VARCHAR?2 (100 BYTE)
DATA_MANAGER_ONLY CHAR (1 BYTE)
DFO_ONLY CHAR (1 BYTE)
REGION_ONLY NUMBER (2)



