Installing mixFish
To those already using R, mixFish can be easily installed from a local zip file.  Please insure that you’re using R 2.11.1 (or later) and have R2WinBUGS and WinBUGS 1.43 installed.  Once the package is installed and loaded, the package description can be viewed by going to Help-Html help and selecting Packages and then mixFish.  Please note that an example using a sample dataset is provided, and can be run with:  

> example(mix.fish)

To those not as familiar with R, here is what you’ll need to get started:

Install R 2.11.1 (or later).  R can be downloaded for free from any CRAN site (see http://cran.r-project.org/mirrors.html for a list), navigate to the bin/windows/base directory and collect the file(s) you need. The current release is distributed as an installer `R-2.11.1-win32.exe' of about 32Mb. This contains all the components and allows as complete as installation as you choose. 
Once R is installed, install the R packages R2WinBUGS, coda  and arm.  All are available from the CRAN site via the install packages facility in the R GUI (open R workspace, click on Packages menu item).
Details on installing WinBugs  are available at http://www.mrc-bsu.cam.ac.uk/bugs/.
To install the mixFish package from the R menu (GUI), go to:

Packages – Install packages from local zip file

Check the R console to insure that there were no error messages during installation. The most common error messages identify R packages needed for the installation that are not currently installed on your system.
Once mixFish is installed, the package must be loaded each time a new R session is started:  Using the menu, choose Packages – Load package.  Select mixFish.

To see a description of the package, and the arguments required to run it, go to:

Help – Html Help, select Packages, then select mixFish

The links to the Description File, codmix, mix.fish, and the two plot functions provide descriptions and arguments for running the functions.  Alternatively, help on the individual functions can be accessed from the command line, e.g.,
> help(mix.fish)

or

> ?mix.fish

To run a sample dataset, run the command:

>example(mix.fish).  
See the commands given in the Examples section of the mix.fish help file (and other help files).

You’re now underway! 
